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ONCOseeker™ SOLID panel2 hybridization capture

8 DT BHUE BOIS TME HE

=X

Sequencing)=

A4l A7 532wy

FHAE LS AS LI

Alg 2t Q4 BRgYLC
C

S = EHEISHO{OF FLCH.

=)
sHefot 94t

[y —
xlCt

2
DE =80] Bl HEY, 7Y

HEAI
=]

mjo

0

° SR NEC ZE F9ES ot HiE T mhE0| =elE FR 7K EQ5tM K.
HE2 XY BZAH0| MM 22 B L CH
‘ Kit Type Kit Components Cap color  Quantity Volume (pL) Storage
@ Buffer E1 Green 1 230 L
® Enzyme E2 Green 1 48 pL
® Enzyme E3 Green 1 48 uL
® Enzyme E4 Green 1 15 L
Library Preparation kit = Buffer L1 Yellow 1 864 L -20°C
(48 rxns)
Enzyme L2 Yellow 1 288 uL
Reagent L3 Yellow 1 240 pL
UDG Yellow 1 48 pL
@ PCR Master Mix Blue 1 1200 pL
Index primer set 5L
Plate Index 01 ~ 12 (each 1rxn) - 1 -20°C
(48 rxns) (total 4rxns)
@ Target Probe Violet 1 16 pL
@ Blockers Mix Red 1 8 uL
@ Cot DNA Red 1 20 pL
O 2X Hyb Buffer White 1 68 plL
@ Hyb Buffer Enhancer Amber 1 22 pL
O 2X Bead Wash Buffer White 1 640 pL
Target Enrichment kit
Tube © 10X Wash Buffer 1 Clear 1 112 uL -20°C
(4 rxns)
© 10X Wash Buffer 2 Clear 1 64 pL
© 10X Wash Buffer 3 Clear 1 64 pL
© 10X Stringent Wash Buffer Clear 1 128 pL
® 2X HotStart Mix Green 1 100 pL
® P5 primer Green 1 10 pL
® P7 primer Green 1 10 pL

GC-IFU-N201V-KR (RO)
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<index /%] HE>

1 2 3 4 5 6 7 8 9 10 1 12
A 01 09 01 09 01 09 01 09
B 02 10 02 10 02 10 02 10
C 03 11 03 11 03 11 03 11
D 04 12 04 12 04 12 04 12
E 05 05 05 05
F 06 06 06 06
G 07 07 07 07
H 08 08 08 08

1.3. F7I2 o 7|7] & A (HSEIX 28)
Kit 785 2o ChSat 22 FH|, Al o 2250 22YLCL

1) FH A ARE

Equipment Supplier / Catalog No.
1 MiSeq or MiSeq Dx lllumina
2 Covaris Covaris (E-series or S-series)
- Covaris micro Tube Covaris, Cat # 520045
3 96-well Thermal cycler General laboratory supplier
Digital electrophoresis system (StEt2| ZH| & ME Jt5)
Agilent 2100 Electrophoresis Bioanalyzer Agilent Technologies, Cat # G2939AA
- Agilent High Sensitivity DNA Kit Agilent Technologies, Cat # 5067-4626
Agilent 4150 TapeStation Agilent Technologies, Cat # G2992AA
4 (or Agilent 4200 TapeStation) (Cat # G2991BA)
- Agilent High Sensitivity D1000 ScreenTape & Reagent Agilent Technologies, Cat # 5067-5584/5067-5585
- Agilent D1000 ScreenTape & Reagent Agilent Technologies, Cat # 5067-5582/5067-5583
- Agilent Genomic DNA ScreenTape & Reagent Agilent Technologies, Cat # 5067-5365/5067-5366
- Agilent Cell-free DNA ScreenTape & Reagent Agilent Technologies, Cat # 5067-5630/5067-5631
Magnetic separation stand (StEtto| H& & ME 7}5)
16-tube DynaMag™-2 Magnet (for 1.5 mL tube) Life Technologies, Cat # 12321D
5 6-tube magnetic separation rack (for 1.5 mL tube) New England Biolabs, Cat # S1506S
DiaMag02 magnetic rack (for 1.5 mL tube) Diagenode, Cat # B04000001
Magnet stand-96 (DynaMag-96 side) (for 0.2 mL tube) Life Technologies, Cat # 12331D
Fluorometer SFEH| ZHH| & ME 7hs)
Qubit® 3.0/4.0 Fluorometer Life Technologies, Cat # Q33216/ Q33226
- Qubit® Assay Tubes Life Technologies, Cat # Q32856
: - Qubit® dsDNA HS Assay Kit Life Technologies, Cat # Q32851
- Qubit® dsDNA BR Assay Kit Life Technologies, Cat # Q32850
Quantus Fluorometer Promega, Cat # E6150
- QuantiFluor® Single-Tube Fluorometer Accessories Promega, Cat # E4942
- QuantiFluor® ONE ds DNA System Promega, Cat # E4871
7  Microcentrifuge General laboratory supplier
8  Vacuum concentrator General laboratory supplier
9  Vortex Mixer General laboratory supplier
10  Water bath or Heat block General laboratory supplier

11 Plate centrifuge General laboratory supplier
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Other Materials
1 >80% Ethanol

GENEJ%KER

e

Supplier / Cat. No.

General laboratory supplier

2  Microtubes, 1.5 mL General laboratory supplier

3 PCR tube, 0.2 mL flat cap General laboratory supplier

4 8-strip tube General laboratory supplier

5 DNA LoBind Tubes, 1.5 mL Eppendorf, Cat # 0030108051

6  Nuclease-Free water General laboratory supplier

7  Low EDTA TE buffer (10mM Tris-HCI, pH 8.0, 0.1mM EDTA) Life Technologies, Cat # 12090015
(or general laboratory supplier)

8  Agencourt® AMPure® XP — PCR Purification beads Beckman Coulter, Cat # A63880

9  Dynabeads® M-270 Streptavidin

Life Technologies, Cat # 65305

10  1.0N NaOH (molecular biology grade)

General laboratory supplier

11 MiSeq Reagent Kit

lumina

1) 2= A2 AH8 ® FEO| 0Lt HH
FRISHHAM AtEoHCt
2) o] A= Aol B2 diF et Fl vortexdtil E A spin downdtH

3) Agencourt AMPure XP beadst A&
SIA 40| =2 vortex $HC}.

22, ZA OI% AIZE (127] sample 7IF)

of THoi=0|

HOFUX| RE=F B spin downdtd HZ [0 M KA

25 ?l0M KA FRISHHA AHEBHCE

H &20] HUO beads®| 2=7t 21 ZOMX| =5 511, AL © =

Part Step Time (hrs)
gDNA 1
DNA shearing
FFPE 2
Sample preparation gDNA
QC FFPE 0.5
cfDNA
. X Library preparation 3
Library preparation - )
Q.C (Qubit & TapeStation) 0.5
Hybridization (Over-night) 4 (~16)
L. Capture 2.5
Hybridization & capture
Post-capture PCR 1
Q.C (Qubit & TapeStation) 1
Sequencing MiSeq or Miseq DX system -

= DNA shearing 282 AH&dt=

GC-IFU-N201V-KR (RO)

H|of w2t 22AZH0] ®EFE 4 UL
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Sample Preparation (Z#| £H|)

HE3l= DNA EX
| A= DNA EX
Input DNAY (Qubit® Fluorometer H2F 7t 7|F) > 200 ng
gDNA DNA quality (OD A260/280 ratio) 1.8~2.0
FFPE DNA DIN (DNA Integrity Number) > 7 (gDNA)
> 3 (FFPE)
Input DNAY (Qubit® Fluorometer M2 7t 7|F) > 15 ng
cfDNA DNA integrity > 50% cfDNA
DIN (DNA Integrity Number) > 1.0

Sample2| B U WIS 2 AEAE
- Heoh E¥2 1EHO| libraryE HE=OH SR5tC)
Qubit® 4.0 Fluorometer Z2 fluorescent dye A0 ZHH o= 3ot 7S HETHCL
«  DNA sampled} library2| H&st sizeE
TapeStation(Agilent)2 AtEE A2 HESICE
DNA shearing

LibraryE M Zot7| /s M= DNAS Mot AlO| == HTH5H0]of SHrf.

Covaris®H|(E-series EE= S-series)E AFESt0] H-Hot ALO| =2 HEHe 42 BESIC

HCHEl size7t HYSIX| %S E2 TZ IHOIM XF libraryQ| sizeQt M At2k0| Feks & 4 ooz Lot
A2 X% DNA sizeE 27| QI8 shearing ZE %X 2150 OF BhLt,
fDNAS| Z ¢ THH3} 8l 37| 2 FEE|7| 20| shearing 1HH 2 FIWSIX| gt=Ct,
- AI2X} Z=H|E (Covaris ZH|IE ALY E)
. Covaris E-series =+ S-series/covaris microtube
. Low EDTA TE buffer (10mM Tris-HCI, pH8.0, 0.1mM EDTA)
- Sample Guidelines
Genomic DNA FFPE DNA cfDNA
Input DNA purified DNA 200ng/53 pL N/A
Buffer Low EDTA TE buffer (10mM Tris-HCl, pH8.0, 0.1mM EDTA) N/A
DNA Quality OD 260/280 ratio 1.8~2.0 N/A

+  XNEZEO| DNAY Z? shearing = W A7t ©H S I3t testE Tl SHO{OF SHCf,

«  Shearing & sample2 covaris& microTUBE £+ miniTUBEO| E 25X == S0, CH2 A3 utg
2 28l sampleS PCR tube ==+ 1.5 mL tubeZ &7{0F StC}.

4%

«  Covaris systemOllAl DNAZ} 200 bp2| size2 HETHE| = parametergte A 3HCL

+  Parameter Z74 27 YO CHoh M= FH|2| ArEXA} O w S EZ L.

*  microTUBE2 miniTUBEO| St+= tube holder EE= rackS A2 StCt.

Sample®| HEfQ} FH|O| 2t shearing BFIOIA CHEF 50% T &= DNA =20 T & UCL M2

=2 o=
shearing & Z0t= DNA &2 =9 £ input DNA &2 ZHESI0 TEst= A2 BETICH




4)

Sheared DNA Q.C

DNA sampleO| shearing =IA=X| &Qldt= 2= H7|FSHAM B
2holgt 4= QUL Agilent TapeStation S5 FAMSH H&52| HHIE ARSI
2 HYC}

- EQ HH|

+  Agilent 4150 EE+= 4200 TapeStation

«  High Sensitivity D1000 ScreenTape & Reagent
+  TapeStation& 96well plate EE= 8-strip tube

+  TapeStation plate& Adhesive Plate Seal (4200)

= ==
EH X 24
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AO|= 229} pandl| MjEICZ
A

to|=& =olst= A

+  Agilent High Sensitivity D1000 ReagentE AF&35t7| 302 ™ 420 0/2| 7HLY ECf.

« A2 M reagentS E A0 FCH

o S AMY -2 HH[2f reagentl| ALEAL D7 &S FEOHCL

Sample Q.C Guidelines

Genomic DNA FFPE DNA
Fragments averaging 200 bp in length

Size distribution )
(approximately 150 to 250 bp)

Fragments greater than
160 bp in length
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Library preparation

Step 1. End repair

—_

EHIE (Kit £

- @ Buffer E1

- ® Enzyme E2
- ® Enzyme E3
- ® Enzyme E4

MEXt FHIE

- Thermal Cycler
- PCR tube
- Low EDTA TE buffer (10mM Tris-HCl, pH8.0, 0.1mM EDTA)

- Fragmented DNA 2 50 pL (gDNA, FFPE DNA)
= fDNA 2 50 pL

1)

2)

3)

4)

5)

Z=H| =l sample DNA 50 plL(Fragmented DNA = cfDNA)E MZ2 0.2 mL PCR tubed| &7ZICt %[ZF volume
0| 50 pL 0|8tY AL, Low EDTA TE bufferZ volumeg 50 pLE 2tz=Ch

Ofgf Eet Z2 ZASZ Thermal cyclerE O|2] MEsH &, MEst ==
HHAE THA|A lid2EE O|2] heating A|ZICH

mjo

A&l A EEA| Q! 4°C_Hold

(End repair program: Lid2 =& 70°C2 23 3%HCt)

Temperature Temperature time
4°C Hold

20°C 30 min

65°C 30 min
4°C Hold

Otz EE &15}10] 1.5mL tubell End repair Master MixS =H|$HCt,

Reagent Volume per sample (pL)

Low EDTA TE 3
@ Buffer E1 4.7
Master Mix @ Enzyme E2 1 10
® Enzyme E3 1
® Enzyme E4 0.3
Fragmented DNA or cfDNA 50
Total volume 60

3.1) Master Mix= vortexE 0| 83t0] 57 -2 T, spin down SHCt

3.2) DO|2| E£H|®F 50 uL DNA (Fragmented DNA or cfDNA)E 22 0.2 mL PCR tube0 Master Mix 10 uLE
=L}

O

[o]3

3.3) VortexE 0|83}0 57t 442 T, spin down $HCH
Thermal cycler0 tubeE €1, 2) CHAQ T2 S A

ASIELO] 20°C 30min — 65°C 30min 59t &%}
SA|ZICE

1A

oz gt

Thermal cycler Z2 10| X E|= S Adapter Ligation THA2| Master mixS 0O|2| FH|StCt.

7| I8 1AIZt O|LHOf| adapter ligation step2 ZldtE AS FHSHCH

GC-IFU-N201V-KR (RO) 9
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Step 2. Adapter Ligation

FHIE (Kit 28
- Buffer L1
- Enzyme L2

- Reagent L3

A8 EHIE

- Thermal Cycler

- PCR tube (optional 1.5 mL tube)

- Low EDTA TE buffer (10mM Tris-HCl, pH8.0, 0.1mM EDTA)
- Step 12| End repair sample 60 pL

1) Of2f EQt Z2 ZAOR Thermal cyclerE O|2| M EBHCt,
(Adapter ligation program: lid 2 =& OFFZ AXgsiCt)

20°C 15 min

2) Otz S %138}0], DNA input <50 ng ¥ [Iff Reagent L3S Low EDTA TE bufferS At23t0] 3| 5 AtE3sict.

DNA input Reagent L3 (Adapter)

> 50 ng No dilution
10 ng 10-fold (1:10)
1ng 20-fold (1:20)

3) Oofefl EE #1350 Adapter Ligation Master MixE &=H|SHCE
En

(Buffer L11} Enzyme L2& O|2| 2310 ice 20| 22351, Reagent L3E AFE Mo 28stic})

Reagent Volume per sample (pL)

Buffer L1 18

Master Mix Enzyme L2 6 29
Reagent L3 5

End-repair sample 60

Total volume 89

4)  End Prep Repair sample0il Adapter Ligation Master Mix 29 uLE @=Lt
5) VortexS 0|838}0] 57t 42 F, spin down BtC}.

6) Ol2| &3t Thermal cyclerdf tubeE @1 20°COA] 1527t BHSA|ZICH

(Optional) Repair of deaminated bases

FHIE (Kit Z8)
- UDG
MEXF ZHI=E

- Thermal Cycler

- Step 2 2| Adapter ligation sample 89 pL

1)  Ofaf Eot Z2 =HOZ Thermal cyclerE 0|2| N E$tCt.
(Deamination program: lid 2 =& 47°CZ HdstCt)
Temperature Time

37°C 15 min

2) Adapter ligation sample®| =~ UDG 1 uLE €=Ct.
3) VortexE 08350 5&7t A2 F, spin down PHCt.

4) 0|2| M3t Thermal cyclerO tubeS €1 37°CO| A 1527t HHSA|ZICt

GC-IFU-N201V-KR (RO) 10
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Step 3. Post-ligation clean-up

Y W FHIME

- AMPure XP beads = AM8317| 30 & © =20 AY =Ct.
AHEX EHIE

- Agencourt® AMPure® XP beads

- Magnetic stand

- PCR tube

- Low EDTA TE buffer (10mM Tris-HCl, pH8.0, 0.1mM EDTA)

- 80% ethanol, freshly prepared

- Step 2 2| Adapter ligation sample 89 uL (~90 uL_optional vol.)

1) AMPure XP beads= At& 30 T &=20 AW F0f beads2| 2=7t =23t ZOX| =& 31, vortexS 0| &3}
Of = UotA HOlELt.

2) 89 uLo| adapter ligated DNAO| AMPure XP beads 72 L (ratio: 0.8X)S @1 pipettingS 103| 3t0] & 40{=
Ct. (tube ™| beads mix?7t =0t U}X| A&-=X| SHOISILL)

3) d20M 52 S BFSAIZIL

4) Beads@ 43¢l sample2 magnetic stand0i 1783t F, beads?t pellet YEHZE E2|& W47}X| 7|CHEICE (2F 2~5
=
)

5) Pipette2 O|E35t0] MR T HFUS 25 K| AL O] WY, beads pellet2 HAEZ[X| R E FO|BHC},
=
o

6) Magnetic stand0f 1’8ot JEfZ O|2] FH|ot 80% ethanol 200 pLE &2 &, Y200|M 30= S BSAIZ F
pipette2 0|83}0] ethanol& 7 TtCt. O| I, beads pellet2 AE2|X| R =& FOITHCf

7) 6) CHAIE o Bl O TSI & 232]2| ethanol washE TSt

8) Magnetic standO| A tubeE 22|t Fl, &% spin down 2L

9) Magnetic stand0®ll tubeES CtA] 1H3 F pipette® O|83}0 EHOIJYE ethanol® =ZF HASBICL

O|t, beads pelletO| over-dry T|X| R=F F2

st}

10) Magpnetic standOl| Al tubeS £2|%F | Low EDTA TE buffer 21 yLE 23 pipetting 5t0f 4{01ZC},

11) A20|A 28 SO B2 A|ZICH

12) Magnetic standofl TEAIZ! 5| 80| £HSIXI T beads7 pellet HE{2 £ald WX 7|ctzict (% 28)
13) A5 20 ulE MZ2 0.2 mL tube2 R 7IC}.

O|, beads7t ZE3E|0 AX| =X| &QISt1, beads?t X2 Q- magnetic standO| A BHSAIZ] F CHA| &5

o
A= FUCt

) safe Stop: T2 step B2 ZIHEIR| A2 FL sample -20C YELR0| BEO| THsBiCH
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Step 4. PCR amplification

GENE gKER

]

EHE (Kit 28

- @ PCR Master Mix
- (plate) Index 01~12

MEXt FHIE

Thermal Cycler
- PCR tube
- Plate centrifuge

- Step 3 9| ligated clean-up sample 20 pL

<index $1X] & >

12

1 2 3 4 5 6 7 8 9 10 1
A 01 09 01 09 01 09 01 09
B 02 10 02 10 02 10 02 10
C 03 11 03 1" 03 1" 03 11
D 04 12 04 12 04 12 04 12
E 05 05 05 05
F 06 06 06 06
G 07 07 07 07
H 08 08 08 08

1) Of2f Et Z2 ZAHOZ Thermal cyclerZ O|2| M E
= PCR cycle & input DNA ¥0f izt =
indexing® M= HOIE 3cycleS T SHOF BHC}

P

2 Az Cycles &
98°C 2 min 1

98°C 20 sec

60°C 30 sec 3-10 *

72°C 30 sec

72°C 1 min 1
4°C Hold

2) Index7t EJUE p
3) Ofeff E 1310 ligated DNAO| IndexE

ISkCt. (PCR program: lid 2 =&

20| CHE + A2B8= o #E I3 PCR cycderE ZFYTLE. Sample

105°C2 MAstict)

* Input DNA 0]l I}E PCR cycle &

DNA Input X A& cycle &
1 pg 3
100 ng 3
10 ng 6-7
1 ng 9-10

late AHE ™ plate centrifugeZ spin down A|7{ECE,
211 @ PCR Master Mix 25 uLE Zt sample tubedf| =AM 2 &&=

Ct.
Reagent Volume per sample (uL) ‘
Ligated DNA (purified DNA from Step 3) 20
(plate) Index 01~12 (each) 5
@ PCR Master Mix 25
Total volume 50

4)  VortexZ 0|83}0f 5E7t 42 %, spin down $HC

5) O|2| M3t Thermal cycler0ll tubeE @11 T2 WS TIHA|ZICE

GC-IFU-N201V-KR (RO)

12
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Step 5. Post-PCR clean-up

A © FHAME

- AMPure XP beads = AM8317| 30 & T =20 AY =Ct.
ALEXL EHIE

- Agencourt® AMPure® XP beads

- Magnetic stand

- PCR tube

- Low EDTA TE buffer (10mM Tris-HCl, pH8.0, 0.1mM EDTA)

- 80% ethanol, freshly prepared

- Step 4 2| amplified DNA sample 50 pL

1) AMPure XP beads= A& 302 & 220 /ALY F0f beads?| =7t 4214 ZOIX| =& 5t1, vortexE 0| &3t
of = USHA H=Ct

2) Step 42| amplified DNA tubeOll AMPure XP beads 75 pL (ratio: 1.5X)& @11 pipetting2 103| 5}0f & 40{F
Ct.

3) AR20|M 52 S BHSA|ZICE

4) Beads2 412l sampleS magnetic stand0il 1%t Fl, beads”t pellet HEHZ 22|E W7HX| 7|CHICt (9f 2~5

)

5) Pipette2 0|&3}0f MR &BMS ZF MAHSHCL
O| M, beads pellet2 AEZ|X| Y= F FO[PHCL.

6) Magnetic standOfl 143t AEfZ O|2| T=H|$F 80% ethanol 200 LS €2 =, A20|Af 30x S A7 F
pipette2 O|83}0] ethanolE M ABHCEL O] [f, beads pellet2 AEZ|X| YT FoIPHCt

7) 6) BHAE o ¥ O BHES5I0 & 23| 9| ethanol washE T $ICE,

8) Magnetic standOll A tubeE 22|t FI, &% spin down 2T

9) Magnetic stand0f tubeS LCHA| 783._* 5l pipetteg 0|83l HOIU= ethanolE EF HATHC
O, beads pelletO| over-dry | X| R =& FO|IC},

Magnetic stand|A] tubeS 22|38t F| Low EDTA TE buffer 21 uLE 21 pipetting 30 430{=Ct.

420M 22 S0 BHSA|ZICH

Magnetic stand®| 17ZA|Zl § U0| FHSX| 1D beads”t pellet HEWE =2E2|F W7HX| 7|CF2ICH (2 2&)
AbZOH 20 ULE MZ2 0.2 mL tubeE &7ZICH

O|, beads7t ZE3E|0 AX| =X| &QISt1, beads?t XS Q- magnetic standO| A BHSAIZ] F CHA| &5

o
g g7ict

14) Qubit® 4.0 Fluorometer2 =& £7J5}1, TapeStation &£ BioanalyzerE AH2310] AIO|=E =HOISHCt
15) Qubit® 4.0 Fluorometer2 £33t H&F 7192 pooling® sample2 ZtZt SH 22 =260 & 500~1500ng°)

sgeg pert

library 28==

° Safe Stop: CtS step2 HIE ZIESHX| 42 2 sample -20°C dS110| 2astCt
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2.5. Hybridization and capture

Step 6. Combine blockers Mix, Cot DNA, library, and dry

—_

EHIE (Kit £

- @ Blockers Mix
- @ Cot DNA

e ETTEY

- Thermal Cycler
- 1.5 mL LoBind tube
- Step 5 2| barcoded library pool (500~1500ng)

1) ofzfel #E FIN5I0 DNA LoBind 1.5 mL tubeO| Step52| barcoded library pooldl @ Cot DNA,

@ Blockers Mix2 =gttt

Reagent Volume per reaction

Barcoded library pool (step 5) 500~1500 ng
@ Blockers Mix 2 uL
® Cot DNA 5L

2) MixtureE Vacuum concentratorE O|-&3%}0 &3 (dry down)®HCt.
= Vacuum concentrator®| 2= 70°C O|5t2 {X|SHC}

° Safe Stop: CtS step2 HIE ZIESHX| 42 22 sampleg &=20|AM 7 S Hatg = UCH

T O 22 22 4% -20°CO| Eatatct

GC-IFU-N201V-KR (RO) 14
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Step 7. Hybridization reaction

—_

ZH|E (Kit Z8)

- @ Target Probe

- O 2X Hyb Buffer

- @ Hyb Buffer Enhancer
ALEX EHIE

- Thermal Cycler

- Heat block &= water bath

- PCR tube

- Nuclease-Free Water

- Step 6 2| Dried DNA library

1) Of2f Bt Z2 =H2E Thermal cyclerE O|2| MESICL (HYB program: lid 2 == 100°CE M7t}

= Azt
95°C 30 sec
65°C 4~16 h
65°C Hold

2) Otz EE #1138}0] Hybridization Master MixS &H| T,

Reagent Volume per reaction (pL)
O 2X Hyb Buffer 8.5
® Hyb Buffer Enhancer 2.7
® Target Probe 4
Nuclease-Free Water 18
Total volume 17

= 2X Hyb buffer®l 2827t JA=X| =5t 20| A= 82 65°CHAM bufferE &S

1 il

BAIZ! F ArEetLy.

3) Step 60 Al =3t library pool0 Hybridization Master Mix 17 uL2 211 pipetting 5t0] 40| & F, 420 A
5~102 3¢ BHSAlZICtH

4)  Vortex2 0|835}0] 412 F, spin down 3t0] M 22 0.2 mL PCR tubeZ & 7ICt.
5) 0O|2] ME3$t Thermal cycler0i tubeE €2 F T2 S HIMA|ZICH

6) 65°COlM 4A|Zt~16A1ZF St hybridization AlZICEH

GC-IFU-N201V-KR (RO) 15
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Step 8. Prepare wash buffers

FHIE (Kit Z8)

- O 2X Bead Wash Buffer

- © 10X Wash Buffer 1

- © 10X Wash Buffer 2

- © 10X Wash Buffer 3

- © 10X Stringent Wash Buffer

- O 2X Hyb Buffer

- @ Hyb Buffer Enhancer
A8t EH|E

- Thermal Cycler

- Heat block EE= water bath

- PCR tube

- 1.5 mL LoBind tube

- Nuclease-Free Water

- Step 6 2| Dried DNA library

1) Ot2f E2| wash bufferg &20|M siS5t2 H#E &8I o 7HO| capture EH3 01l TSt bufferE 1X working

solution® £ 3| MSIC|

Nuclease-Free Buffer Total
Reagent Storage
Water (pL) (pL) (pL)
O 2X Beads Wash Buffer 160 160 320 Room temperature
110 pL: 65°C heat block
© 10X Wash Buffer 1 252 28 280
170 pL: Room temperature
© 10X Wash Buffer 2 144 16 160 Room temperature
© 10X Wash Buffer 3 144 16 160 Room temperature
2t 160 uL¥ &3 (2tubes):
© 10X Stringent Wash Buffer 288 32 320 =7 160 LA =5 )
65°C heat block

= 10X Wash Buffer 10| 23| =X %0 =2FY SHCHH, 65°COIM bufferE 2T5| &siAlZl F AMESHCH
= 3|45t 1X working solution2 &2 (15~25°C)0f| Al 4F77HX| QFFStCE
2) 110 pLe| Wash Buffer 11t 320 pL2| Stringent Wash Buffer= Of2ie] EE &115}0] Step 112| Heated washes

CHA| Z[2& 158 0]l 65°C Heat block & Water bathOf] E25HH, 1 2|2| 1X working solution2 420] &
Zhotrt,

= 65°C BH80] 2% 1X working solution2 st 29| buffer’t ZRSIEE, MO E Step 102| Bead capture THAHE
AlZtE [ heating SH7| S A A SICY.

Buffer Total (uL) Storage
110 65°C Heat block
Wash Buffer 1
170 Room temperature
Stringent Wash Buffer 160 each (2 tubes) 65°C Heat block

3) Of2f EE #138}0| Bead Resuspension MixS Z=H|$tC},

Reagent Volume per reaction (pL)

O 2X Hyb Buffer 8.5
® Hyb Buffer Enhancer 2.7
Nuclease-Free Water 5.8
Total volume 17

= 2X Hyb buffer®] 278317t Q=X &Ik, 2F0| Y= F2 65°CHAM bufferE 2tT5] Al

GC-IFU-N201V-KR (RO) 16



':\

Step 9. Wash streptavidin beads

A H FHAME

- Dynabeads® M-270 Streptavidin & A8317] 30 & © &=20f 7HLj ECt
AHEX EHIE

- Dynabeads® M-270 Streptavidin

- Magnetic stand

- 1.5 mL LoBind tube

- Step 8 2| 1X Bead Wash Buffer (working solution)

1)  Dynabeads® M-270 Streptavidin beads& A83t7| 302 TO| &= AU F0 beads?| =7t o212t Z O]
E & 51, VortexE 0| 8310] & L5HA 41=Ct

2) 3t 7H9| capture Bt & Streptavidin beads 50 uLE 1.5 mL LoBind tube0i| & ZICt.
2 capture® 42 100 uLE &7ICH
3) BeadsS 2 tubelf 1X Bead Wash BufferE capture & & 100 yLE 21 pipetting= 103 810 440{ &L},

4)  Magnetic stand0f tubeS 143t Fl beads?} pellet HEHZ 22| 2 W7HX| Z|CHRICH (2F 18)

5) Magnetic stand0f| tubeZt DHEl MEfZ TR T MABHS ZE HAHTH F|, Magnetic standO| Al tubeS £2|
=g

6) Of2iet 20| WashE TIgStCt
a) Beads7t S01U& tubedf| 2 7HO| capture BHE & 1X Bead Wash Buffer 100 uLE @11 pipetting 102]
5o A Of =Lt
b)  Magnetic standOl tubeE 1173t 7, beads?t pellet HEH 2 22| 2 W7HX] 7|CHEICE (2F 182)
¢  Magnetic stand0 tubeZt DTHE HEfZ IR|X HFHS 2T K| AT}
7) 6) CHAE o ¥ O TIADHCY

8) Magnetic standOM tubeE 22|23t F| WashZt Bt tubel Step80|A ZH|2t Bead Resuspension MixE
capture g9t8 2 17 uL @Oo{ELCt

9) Beads7t tube LHOA] AXEIX| RE=ZE mixE 40{F1, B spin down ST,

10) 23| 419l BeadsE MZ2 0.2 mL tubed| capture B8 & 17 uL¥ H=CL
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Step 10. Bead capture

A8 Rt EH|2

- Thermal Cycler

- Step 7 2| Hybridization sample 17 pL
- Step 9 2| Washed Streptavidin Bead Resuspension Mix 17 pL

1)  Step 72| HYB =212 (4~16h)0| ELI™ tubeE Thermal cyclerOfl A JHHLC},

2) TubeE M =, Otz EQt Z2 ZHSE Thermal cyclerE MEstD HEEZ WASH Z2 1S A|&HSHCE (WASH

program: lid 2 == 70°CE &73tC})

65°C Hold

3) Step 92| BeadsZt Z &=l resuspension mix 17 uLS Step 72| HYB7} B¢t tubedf| =Lt

4) VortexZ O|&%}0] &F3| 42 £ ZHEHS| spin down BHCY.
5) Sample2 WASH ZIZ=Z1#0| ZXI& F
=

Ol_I o
O| W, Thermal cycler?| lid 2=7F 70°CE HF T CHS tubeE 10 TIYA|FICE

Thermal cycler® 21 65°COIA 458 &S BHSA|ZICE

6) 65°COIM BtSSt= AlZH S beadsE HEIM HENZ |FX[SH7| {I8H O 10-12& OCE Thermal cycler®| A tube

oK
£ 7HLH O] VortexE O|&510] beadE 40| &=Lt

7) 458 HtZ0[ ELIH Thermal cycler®ilA| sample tubeE At 5|, HE Step 112| Heated washes IH2 2 HO0|
Ct

Step 11. Wash

MEX EHIE

Thermal Cycler
- Heating block & Water bath
- 1.5ml LoBind tube
- PCR tube
- Magnetic Stand

- Nuclease-Free Water

- Step 8 2| 1X working solutions
- Step 10 2| Beads 7 ZgHEl sample 34 L

Heated washes

1) Step 100{A BtS0] Bt tubeOf 65°COIA |2 1X Wash Buffer 12 100 uL '“"_T'_, HA3S| 103 HE pipetting

5t0] 442 F spin down StCt. 0| [, H{S0| H7[X| R=E ZHAEA pipetting SHCE
2)  Mixture® MZ2 1.5 mL LoBind tubeZ & &7 & T vortex St}

3) Magnetic stand0f sample tubeE 1™ F|, 12 S0 beadsE pellet HE{Z 2|3t F| TR T 4SH
HohCt

mjo

4)  Magnetic stand%i| A tubeE Z2[2t F| 65°CO| 22t Sl 1X Stringent Wash BufferE 150 pL ‘&=Lt
5 Pipetting= 102| 5t & 40{F1, HE0| WI[X| HFEE =YLt
6) Sample tubeE 65°COIA 5& St BtSA|ZICE

=) , 12 50 beadsE pellet HEHZ 22|38t F| MR ABSHS

7) Magnetic stand0i| sample tubeE 1% F
ottt

]
rot
1ok

8 4)~7) S B O 2y
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Room temperature washes

1) Magnetic standO| A tubeE =22[3t F &20|A 22 &l 1X Wash Buffer 12 150 uL &=Lt

2) VortexE 0|83t0] 55| HO{FLC}

3) AR0|M 28 59 BHZA|ZICE O] M, tube LHO|| beads?t & L6HA RXIZIE2E 30X 59 vortex 81, 30X &
o KA S HZor Tt

4y Br30| ELIH spin down 2L

5) Magnetic stand0ll tubeE 1783t F 12 St beadsE pellet HEHE Z2|PHCE.

6) ASHS KM AHS T 1X Wash Buffer 25 150 pL E=CF

7) VortexE 08310 S&5| 40 FL}

8) A=20|M 22 St BHSA|ZICE O] Mf, tube LHOf| beads?t #25HAH FXIEIEE 30E &2 vortex Sk, 30X &
oF SAIS HZOot TIdBHCt

9) Ht30| ELtH spin down THLE

10) Magnetic stand0fl tubeE 173t F 12 &2 beadsE pellet HEHZ 22|FICL
1) &84S ®MA &

12) Vortex2 0| &30 Z&5| 40| FLC}

13) M20|AM 282 SO U A|ZICE O] Iff, tube LHO|| beads?t @ LatAH {X|IE =2 30X 59 vortex St1, 30X =

14) Ht&0| EL+H spin down 2L}

15) Magnetic standOl tubeE 1%t § 12 S beadsE pellet HEHZ F2|THCH

16) SSAUS M ALt

17) Magnetic stand0ll tubeE 178t SEHE MER tipS 0|85t0 tube 20|l HOtAU= 1X Wash Buffer 32 2%
A3 F, Magnetic standM|A] tubeE &2[FHCE

18) Sample tube0| Nuclease-Free Water 20 uLS 2+=Ch

19) PipettingE 102| 30 tubel| HHO| E0{RU= beads?t & 2L =& 4

rr

cth.

° 38: BeadsE H2[X| OFYA|2. Capture®l DNAZF E0{ U= 20 pLo| beads+ Post-capture PCR A 0f A

A& LI
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Step 12. Post-capture PCR

GENE & 1

R\ [Eeo

FHIE (Kit Z8h)

- @ 2X HotStart Mix
- @ PS5 primer
- @ P7 primer

A8 EHIE

- Thermal Cycler
- PCR tube

- Step 11 2| Beads with captured DNA 20 pL

1) Step 112| Beads with captured DNA sample 20 yLE M{2& 0.2 mL PCR tubeZ Z7IC}.

2) otz EE #10 Amplification Reaction Mix 30 uLE sampleO| £ 0.2 mL PCR tubeOfl &=Lt

Reagent Volume per capture (pL)

Beads with captured DNA (Step11) 20
@ 2X HotStart Mix 25
@ P5 primer 2.5
® P7 primer 2.5
Total volume 50

3) VortexS 08210 Z 412 % spin down Bt

4) Ofgf mef Z2 RO E Thermal cyclerE M 23t Post-capture PCRE T BHCE

(Post-capture PCR: lid 2= 105°CE2 A7 ¢tCt)

Temperature i Number of
Q) cycles

Polymerase activation 98 45 1
Denaturation 98 15

Amplification Annealing 60 30 1
Extension 72 30

Final extension 72 60 1

Hold 4 Hold 1

) safe Stop: PCR #1S2-2 4°COIA overnight30f &2 4= QIrt

GC-IFU-N201V-KR (RO)

20
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Step 13. Purify post-capture PCR fragments

Y H FHA

- AMPure XP beads = AH83t7| 30 & ™ &=20f AL ECt.

MEXt EHIE

- Agencourt® AMPure® XP beads

- Magnetic stand

- 1.5 mL tube

- Low EDTA TE buffer (10mM Tris-HCI, pH8.0, 0.TmM EDTA)
- 80% ethanol, freshly prepared

- Nuclease-Free Water

- Step 12 2| PCR Y32 50 pL

1)

2)
3)
4)

5)

6)

7

8)

9)

10)

11)

12)

13)

14)

15)
16)

AMPure XP beads= AHE 3082 © 20| AW 5O beadsQ| 27t &=21} ZOtX| =& I, VortexS 0| &}
Of = YSHA HOolELCE

Step 122] PCR YHS-E0f AMPure XP beads 75 L (ratio: 1.5X)S 211 pipettingS 103] 610 & 44 0{ =L}
A20(M 102 St BHSA|ZIC

Beads®} 412l sample2 magnetic stand| 183t 5|, beads?} pellet HEf 2 22[& W7HX| Z7|CH2ICEH (2F 2~5
)

Pipette2 O|&35t0] TR Tl AESH
O| I, beads pellet2 HAEZ|X| &
Magnetic stand0l D785t &EfZ O|2] FH|$F 80% ethanol 125 ULE E2 F, &20A 12 S #SAIZl 5
pipetteS 0| 23}0] ethanolS X AH$tCt.

O| M, beads pellet2 HEEZ|X| X EZ F2|5tCt

6) CHAE ot | O ZIWSI0] & 23|9| ethanol washE TSt}

Magnetic standOi| A tubeE E2|2t 7, &% spin down 2L

Magnetic stand0ll tubeE CtA| L& F pipetteS 0| &30 HO0IRU= ethanolg ZF M HTHC,

Magnetic stand0i| tubeE DHA|ZI MEHE A20|A 22 St AXEAIZICE (O, Ottt HEE QI8 beadsOl
70| MUK R E SO, ¢ HO| W7 H HZ ChZ tHAE s>t

Magnetic standOf| A tubeE &2[3t F Low EDTA TE buffer 2 411 pipetting 510 410 =Lt

Y20 M 52 St BHSAIZILY.

N
=
i

Magnetic stand0f| tubeE 1EA[Z!I F &UO0| FHYX| 1 beads?t pellet HENZ Z2|F W{HHX] 7|CheICh (F
2F)

AbZOH 20 ULE M2 1.5 mL tubeE &7ICH

O|l, beads7t ZEHE|O| UAX| Y=X| 2QlStD, beads7t U2 AP magnetic standOf| A BESA|ZI F| CHA| &5

A= FUCt

Qubit® 4.0 FluorometerZ =2 s} 1, TapeStatlon = Bioanalyzer% AL83t0] ALO|=E =QIHTt.
Qubit® 4.0 Fluorometer2 &7

S
o
Nuclease-Free WaterE AE50 4nME 35| A BHCL
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2.6. 2toj=zg| fa’d &l
£ 3 # i i
i E //‘\\ \
& | / frto |
\ / “‘ / A\ .J
fo [ \ |
[\ Lo . =i
A A N . Jl\ i ‘ ‘ ‘ 3 %‘ | | ‘ e
o8 g FFPE
cfDNA

[A&1.] Library electropherogram
cfDNA 20 ng / FFPE 200 ng input
@ Lower Marker
@ Library (230-350 bp): 2t0|E2{2|+= 230-350 bp H{/0i|A AtO|= =0l
® Upper Marker

2.7. MiSeq Sequencing Run
Denature and Dilution Libraries
MiSeq Reagent Kit, v2(300cycle) 2= MiSeq Reagent Kit, v3(600cycle)E AIEE A2 10~20pM2| libraryE
loading & A& HZESCL
MiSeq Reagent cartridge®| loading t7| & MZ BHE 0.2N NaOHE AH83t0] libraryE denaturation L}
1. Prepare HT1 buffer and library

1) HT1 bufferg cartridge2t 271 si&3t 5 library denaturation H7HX| ‘A& 2 2k SHCE

2) LibraryQ| s&=+& 4nM O|&0|0{0OF 5111, X|F volumeO| 10 uL?t E[=F Nuclease-Free WaterE AHE5I0
4AnME 3| A SHC}
2. Library Denaturation
1) O™ stepOil A =H|$t 4nM library 5 pLO| 0.2N NaOH 5 uLE E+=Cf
2) VortexE 8t spin-down A|ZIC}
3) d20M 5230t BHEAZICH
4) O|2| =l HT1 buffer 990 uLE 20| 20pM2| denatured library mix 1 mLE THECH
5) VortexZ& St spin-down A|7IC}
6) Cts step THA] iceOfl H2toHT

3. Prepare library for Miseq Loading

1) ChE B8 #1510 MiSeqOll loading® 5= 2 3|4 A|ZICt
3 E 5= (pM) 10pM 12pM 13pM 14pM 16pM 20pM
20pM library 350 pL 420 pL 455 pL 490 pL 560 pL 600 pL
HT1 350 L 280 L 245 L 210 pL 140 pL 0L

2) AE 522 3|ME library2 5SHEE invert 51 spin-down A|ZICE

3) MiSeq Reagent Cartridge®l loading 5t7| T™7tX| ice0fl 2 2t5tCt,



Sequencing

1. MiSeq Flow Cell Loading

«  XF sEE 5|ME libraryE MiSeq Reagent Cartridge0il 600 pL loading L.

2. MiSeq Sample sheet setup and Run

. lllumina Local Run Manager (LRM)E At&3}0] sample sheetE 44 StCt,
+  lllumina MiSeq Control Software InstructionOfl [t2} MiSeq rung A|ZfSHC}
= u | o
HE Y M

a
@EMAE 2 HE SYMO| HAE ZA SHI CHE HS ALSSte] BYE X0 EH3H 1h Y X
x| QALICH MBO| T3 X WA Al DAL 302 OfLfol

= J|no
FA|7| HHEL|Ct

HEAE M

o =

Tel. 02-3499-4247 / Fax. 02-3499-4248 / E-mail. info@genecker.com
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3. 8
A. Index &
‘ Index primer 17 index sequence 15 index sequence State

Index 01 CTGATCGT ATATGCGC A1, A3, A5, A7
Index 02 ACTCTCGA TGGTACAG B1, B3, B5, B
Index 03 TGAGCTAG AACCGTTC C1,C3,C5 C7
Index 04 GAGACGAT TAACCGGT D1, b3, D5, D7
Index 05 CTTGTCGA GAACATCG E1, E3, E5, E7
Index 06 TTCCAAGG CCTTGTAG F1, F3, F5 F7
Index 07 CGCATGAT TCAGGCTT G1, G3, G5, G7
Index 08 ACGGAACA GTTCTCGT H1, H3, H5, H7
Index 09 CGGCTAAT AGAACGAG A2, A4, A6, A8
Index 10 ATCGATCG TGCTTCCA B2, B4, B6, B8
Index 11 GCAAGATC CTTCGACT C2, C4, C6, C8
Index 12 GCTATCCT CACCTGTT D2, D4, D6, D8

<Index $1X] HH>

1 2 3 4 5 6 7 8 9 10 11 12
A 01 09 01 09 01 09 01 09
B 02 10 02 10 02 10 02 10
C 03 11 03 11 03 1 03 11
D 04 12 04 12 04 12 04 12
E 05 05 05 05
F 06 06 06 06
G 07 07 07 07
H 08 08 08 08

B. Sample Sheet

BTIMNAHU N K| SSH= Sample Sheet (.csv)E AHE S LE, lllumina Local Run Manager (LRM)E 0| &3}0

Sample SheetE A $HCt,

= R A| "Sample Sheet” ¥4 0|0 Y (info@genecker.com)Z R EBIAA|2.



C. Troubleshooting

£ H of & & ol of A
Beads’} &tX35| Z0{F MIHX| pipetting

Ethanol wash® beads?} Low TEO| 2t

5| Zo{x|x| oot Beads”} ItStA AXE B2 - -
= o= NAXE WX|SH7| 2510 Ethanol wash

% HIZ beadsE Z0{=C}.

Enzyme A|2E AFESH7| © 1082

S0 ice #l0f| ELCL

=)

-

Enzyme Al2f| £ -20°COlM enzyme= pipetting

mjo

HM0| = Al (Of: Buffer L1)2 pipette  Pipettes IOt Z 02| & SX0f A<

Pipette tipOfl A|2fO] He= Z2
ipette tiptf A0l &= 32 ipol e 4 Urt M yojzct

Input DNAO| 27| adapterg 3|415104

PN =N o| &| A
225l adapter?| 34 ARt

PCR O|= CHAO| A FHTl S22 beads

Adapter dimer2| &g Z 25| beads A
P °e = ° = L8310 MR BICH

Ligation master mix0l O|2| Reagent L3E  Reagent L3 AtE =7 ligation master

Ho Ao mixOl| Z=7FstCt

t

=]

Library leads®| MHYZELE 0|5+ X7}

49 4 A,

YSES /5t7| 30| PCR cycles®|

= o
£ ZHEsit

4

BeadsE AM&3}7| M 23| 4o

' o5 M golg Bt Clean up EHAIOIA M2l beads?t & =
Library w88 =22= 2|5t OI.P CHAO| M 3o | =Y IS beadsE S| Z0| AR
TapeStation = Bioanalyzer 7}X| U7 Lt ethanol washingO| MEHE . -
b 740 5t4, ethanol washing & Zt0] ethanol2
electropherogram Z 1+0{| A X 2 8%

HHS] ® HBC)
O & E|= library size =2 Ct &2 sizeQ .

eak7t 2HRIE 2L
P = e Magnetic stand0l| beads HH-& Al

tubeE LHAI7| ST AlZtSS 7ICt
2|2 beads7t £ &t ot

A YEE Folsitt

Clean up EHAIO|M beads?t &HT15|
KA X| 20} librarydl beads?t

HOrlE 3%

Input DNA 20| 7Lt DIN 20| &= Input DNAYS #E Yo 2 GhE1, DIN

PRl ZH0| =71 ZEXIQ| =22 2 AlesiC
22X AWM duplication rateOl 3T 2f0| =10 EHO0| £2 DNAE AL,
S7tet B2

PCR cycle =& £ 2 4% duplication step 4. PCR amplification IFS 0l A PCR

rateO| Z7t¢tCt, cycle =& ZE¢ICt.
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D. AMEA| FolArg

10.

11.

12.

13.

14.
15.

= ME2 HE7HE2= JoaHM & TE HAL| AL RS A3 AFE5H0{OF BHCY.
= ME2 22822 MAEE =+ lot
= MZ ALEAl ot2je] F=olAtetE HIEA| 810 & AS ATttt

HEZ2 KA G71ME 24 8(
At&510{0F SHCt.

>
Z
[9)]
0
=2
Pl
oo
Ll
rir
=
12
|0
tu

FIIME 247|Q MiSeq =+ MiSeq Dx &H]

uu e

o
=

22 Mo A WEE = A2B=2 HFQ| QREES A2USHALE TMAH SHOIX| ol iiFds &5t

'II:I'
st

—

o
-

BE A2 ice 210 Master MixE THEEZE $HCL
Library ®ZF 282 pipetting 2/ 00| 21457 IEZ0| 2 E pipette AHE 2 HETIC}

WX AS HX|SH7| A5t filter tip AFES BT SHCL

DNA sample®] ZH2 ZTfo| YHS D|X|S2 DEHO| DNA AHES HBICE Yo7 4 E DNAL library
AT IpEol Mj elo] 2 4 Ytk

Library K =0 A E|+= genomic DNAS| ==& S& T 260/280 HI22 7|Z 22 1.8~2.0 ALO|0f| QUO{OF THCF,
(cfDNAS| &2 260/280 >1.0)

DNAS| 5=+ Qubit® 4.0 Fluorometer (Thermo Fisher Scientific)2t Z+2 fluorescent dye 410 MEFHOZ
£ 74510 Of BtCY,

Library ® %0l AF23H= DNAE TapeStation (Agilent Technologies)2 2 %738t DIN(DNA Integrity Number) 2t
O| 70|4} (FFPE DNAS| &2 %4 30|2h)Ql sampleE AFEE A S AT T

Sample 0[2/2| DNA & RNA S0 2lot 2H2 AMZFE FZot DNA S0 ddS £ = U222 F7(2
2E 2 WRO| ot nXFO| LOojLHX| R=F Fofottt.

HA Al B FH|o| @, At COHE B8R E E= HExA2 HAZN S¢S 0/ 5+ ULk

2 NEQ AEnt #Esty =20| 2R3t F20= &TMAH DU MEH (info@genecker.com)0f| E2|HCE
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—

£M % X2

Hel oM @TUIMHE AFES ZEBI0] 0] ZAet B E = Of 2M0M dots S43 R+H, UAWY, HEY,
x

450l ZoH0f Cioh M= XIX| HELIC

71
7|50 B EE HiS, ARE EE ADE EY S0 B A
Symbol ok Symbol 49
HIZ= AL 2L Q)
‘ Manufacturer /ﬂ/ Upper and lower limits of temperature
WERIE Fol
dl Date of manufacture & caution
N FE Hs w2702
REF Catalog number g Use by
HiX| 2= Test =
LOT Batch code W Contains sufficient for <n> tests
A8 XHE EHE AL =X
[:[i] Consult instructions for use ® Do not reuse

HeITIte 2 7]7]

In vitro diagnostic use

Mol =:

X708 M08 Lt W8 e

GC-IFU-N201V-KR 0 2024.10.10 M &8

GC-IFU-N201V-KR (RO) 27
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info@genecker.com

www.genecker.com

F 3| A ZIMFH
u MEEHA HET H4UR 10Z 26, 1202~12045 (45 27}, L AC|HFELY)
Tel: 02-3499-4247 / Fax: 02-3499-4248 / Web: www.genecker.com
&t A= MAto] xH QY

ETUMHE 2 ASETAM0| Ltetls 2t =
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oM
%
>
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3
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0
>
i
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AEEEM 82 7|5 A 45 dd= 2l o2l
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